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Disease Surveillance Project

Objective 
Expand & develop a regional disease surveillance system 
based on the Ontario Swine Health Advisory Board 
(OSHAB) PRRSV ORF5 (envelope glycoprotein) sequence 
database 

The project includes:

• Disease surveillance & mapping with consideration given to 
confidentiality

• Development of a procedure for the Ontario swine industry 
to investigate & communicate about emerging & re-
emerging (non-reportable) diseases



Disease Surveillance Project

Producer Participation Agreement
• The team: OSHAB veterinary project coordinator, project 

researchers & associated veterinarian(s)
• “I agree that the AHL may share the results of the 

PRRSV testing of my herd including sequencing with 
the team”

• My veterinarian may share clinical, production and 
location information about my herd with the team

• Ontario Pork allowed to release farm's Premises ID, 
location information & coordinates



Disease Surveillance Project

The AHL may:
1. Prepare a comparative PRRSV ORF5 sequence analysis, 

including my farm, as well as that of other farms, as requested 
by the attending veterinarian

2. May prepare a comparative PRRSV ORF5 sequence analysis 
of my farm to that of other farms that are clients of other 
veterinarians participating in the OSHAB PRRSV ORF5 
Sequence Database project

3. Share the laboratory report(s) from my herd with the Team 
All this information will be kept confidential by the Team and 
used only for summary purposes to assess & report on the 
appearance & movement of PRRSV strains (at the county 
level) to the industry & to assist in the investigation of the 
routes of PRRSV transmission.





OSHAB Ontario PRRSV ORF5 Sequence Database 
Comparison Report

Previous Case #
Case Date received Referring Vet Clinic Name

G11-026#7-132 3/25/2011

Previous cases with % sequence homology equal 
to or greater than 98.0%

Cases % homology Date received Referring Vet Clinic Name

G10-101#3-132 100 12/17/2010
G10-104#8-132 100 12/9/2010
G10-104#1-132 100 12/13/2010
G10-098#4-132 100 11/24/2010
G11-001#5-112 99.3 1/6/2011



Sequence homology versus 
PRRSV ORF5  RFLP typing 

patterns
• The OSHAB sequencing report can be used to identify and 

map the premises with identical PRRSV ORF5 sequence 
homology

• Sequence homology is the most accurate method to 
compare viruses

• PRRSV ORF5 RFLP typing patterns are most useful for 
monitoring “within a herd” e.g. the introduction of new 
viruses

• “PRRSV ORF5 RFLP typing is not adequate for large 
scale-genetic analysis”



Components of the first module

• Submission form

• Definitions 

• Reports





Major components

• Veterinarian
• Client (location, ownership)
• Change in PRRS status
• Dates (submission, start of clinical break, 

suspected date of infection)
• Inventory (herd type and herd size, and 

denominator for mortality)
• Mortality and morbidity
• History and extra information



Change in herd status and 
definitions

• Unit of interest is premises (site)

• Herds are entered in the database because of a confirmed 
PRRSV infection on the site

• Infection detected due to:
– Clinical outbreak on the site
– Monitoring on the site
– Clinical outbreak on adjacent site
– Monitoring on adjacent site

• Initial herd serological status might influence severity 



Definitions
• Clinical outbreak 

– Defined as appearance of clinical signs suggestive of 
PRRS in any age class on this premises (site)

– Date of clinical outbreak – date when PRRS was first 
suspected based on clinical signs on this site

• Infection
– Introduction or re-emergence of a virus within the site of 

interest
– Date when infection is suspected should be considered 

based on an appropriate combination of information 
from: 

• clinical outbreak on the site of interest and on other 
adjacent sites

• diagnostic and epidemiological information on this site 
and on the adjacent sites



Components of the weekly 
report

1) Timeline of recent and historical PRRSV 
outbreaks and infections

2) Spatial distribution of PRRSV genotypes
3) Reasons for submissions and demographics
4) Mortality
5) Morbidity
6) Validity assessment



Temporal Distribution



Spatial Distribution
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